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Evolution as a Cycle of Multi-level Processes

m Introduction:

B Gy —

sequence structure ecosystem

P | e Y
e, . CD sl ITf.-,(;/k/ paiU

m Question/Conclusion

m Evolution of Information & Organization
m Evolution of Complexity

Nobuto Takeuchi & Paulien Hogeweg Theoretical Biology/Bioinformatics Utrecht University

Evolution of Complexity in RNA-like Replicator Systems Supported by NW



Model
[ ]

Spatial RNA Replicator System
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Evolution of Populations
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Evolution of Sequences, Structures & Interactions
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Evolution of Ecosystem

Nobuto Takeuchi & Paulien Hogeweg Theoretical Biology/Bioinformatics Utrecht University

Evolution of Complexity in RNA-like Replicator Systems Supported by NW



Results
[e]e]e] ]

Speciation
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m Chain reactions of niche generation & speciation
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