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Phylogenetic timing of duplicates
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Comparison of two scaffolds originating from a
common ancestor at the recent WGD
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Distance along chromosome X1 (kb)

Saccharomyces cerevisiae
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Just before genome duplication
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Just after genome duplication




More time after genome duplication
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Unaligned view (removing gaps just like in cerev has occurred)










Distance along chromosome X1 (kb)

Saccharomyces cerevisiae
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Problem reciprocal gene loss (extreme case); how to solve?




Problem reciprocal gene loss (extreme case); how to solve?




Just before genome duplication
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Just after genome duplication
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More time after genome duplication
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Problem (extreme case); how to solve?
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Using other genomes
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Vertebrate genome duplication
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Problem for detection: absence of long stretches of colinearity
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Estimated divergence time (Myr ago)
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Ancestral polyploidy in seed plants and angiosperms.
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Reconstructed map of genome duplications
allows unprecedented mapping of evolutionary

history of genes in genomes
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LETTERS

Multiple rounds of speciation associated with
reciprocal gene loss in polyploid yeasts

Devin R. Scannell'*, Kevin P. Byrne'*, Jonathan L. Gordon', Simon Wong' & Kenneth H. Wolfe'
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Reconstructed map of genome duplications
allows unprecedented mapping of evolutionary
history of genes in genomes
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Reconstructed map of genome duplications
allows unprecedented mapping of evolutionary
history of genes in genomes
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Major fate is gene loss
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In paramecium 3 or 4 genome
duplications!
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Massive gene loss
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Correlation to (adaptive) radia
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Correlation to (adaptive) radiation?
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Explanations for adaptive radiation?
Incompatibility at essential loci
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Explanations for
adaptive radiation?
Regulatory innovations
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http://www.ncbi.nlm.nih.gov/core/lw/2.0/html/tileshop_pmc/tileshop_pmc_inline.html?title=An external file that holds a picture, illustration, etc.
Object name is zpq0120577540004.jpg [Object name is zpq0120577540004.jpg]&p=PMC3&id=556253_zpq0120577540004.jpg

“Use” of WGD for evolutionary
genomics

* To have a set of duplicates that is of the same
time

e Study its impacts on the evolution of
pathways and complexes



